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The advantages may be greatest for dairy cattle 

breeding programs

because the generation interval in traditional progeny-testing 
schemes is long and selection of young bulls for progeny 
testing is inaccurate (Schaeffer, 2006).

Furthermore, thousands of bulls that have been progeny 
tested in the last decades are available as a reference 
population with very reliable phenotypes, leading to GEBV 
with high reliabilities (VanRaden et al., 2009).
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Table 1. Application of Genomic PTAs to Contract Bulls

Animal Tradition
al NM$

Genomic
NM$

Tradition
al PL

Genomic
PL

Bull A 415.5 411 1.3 1.3
Bull B 415.5 207 1.3 -0.2
Bull C 415.5 472 1.3 1.4
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1,925,950

281,072

2,554,033
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Prediction equation

Genomic breeding value=

W1X1+W2X2+W3X3…… Selected
breeders
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208 46 432

106 208 15

(Net Merit$)

• 20% 22% -1%
19% -7%

• 8% / 3% -5%
• 7% 2%

1% 5%
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106 TPAM

TPAM -12.18
10 1149 1597

10 -1185 -1660 19

106 TPA type

-0.13
10 1.31 1.83

10 -1.68 -2.97
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Parentage verification

Farm ID Breed Birth Date Sire Submitted Genomic Sire

103F012 HO 08/22/2014 HOUSA
000062030790

HOUSA
000066591027

103F017 HO 10/12/2014 HOUSA
000062768984

HOUSA
000063811814
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• CVM (9/500)
• BS (30/500)
• HCD (24/500)
• BLAD (4/500)
• DUMPS (0/500)
• Mulefoot (0/500)
• Parentage verification (132/500)

106
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( )
•1. Farm: Average farmsize will grow rapidly
• Growing need for herd management tools

•2. Organizations: offer integrated products
• Consolidation of organizations will continue

•3. Cows: Society will have high demands (CO2, welfare)
• Breeding goals should be:

» Healthy and easy to manage cows
» That last long (er) 4+ lactations 
» That produce milk in the most efficient way

“A bright future for Dairy farming”
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