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HFABP

2000-2006
2003-2006

2002-2003
HQ D L Y
HH 3,697 (59%) 42 (2%) 6 (1%) 3,745 (40%)
HL 2,237 (36%) 1,896 (76%) 267 (38%) 4,400 (47%)

LL 317 (5%) 545 (22%) 425 (61%) 1,287 (14%)
6,251 2,483 698 9,432
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2000 — 2005
1,814

Hal-1843, ESR and HFABP
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Source

*** P <0.001; * P <0.05; NS: P >0.05
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Source

*** P <0.001; * P <0.05; NS: P>0.05
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Source

** P <0.001;**P<0.01;*P <0.05; NS: P> 0.05
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H Locus
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o
)’ nlprimer
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G

B’ / n2 primer H’

1324bp T —> C
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exon 2

-

a & d Locus
exon 3
:

<
A

NA1 primer
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1811 bp G —>C

(Hae restriction site)

[
/

1489 bp T —> C

NA2 primer

(Msp restriction site) ’ﬁg Breeding & Genetics L ik?'l
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Classification of HFABP gene combination
HHaadd

HHaaDd _HH6 ] 2:>

HHAadd ~ HHAaDD
Hhaadd HhaabD
HHaaDD HHAADd

HHAaDd HhAaDd

HHAAdd hhaaDd
HhaaDd . HhAAdd

hhaaDd \\hhAadd
HhAadd ./
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" HhAADD

HHAADD hhAaDD

HhAaDD hhAADd

hhaaDD
HhAADd
hhAaDd
HHAAdd’/

hhAADD
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AA
AB

Y

MN
NN

H (HH, Hh and hh)
a (aa, aA and AA)

d (dd, dD and DD)
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PSS ESR HQ PSS*HQ HFABP HLocus A Locus | D Locus
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HQ

HFABP

H Locus

A Locus D Locus
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